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In the Specification: 

Please amend the specification as shown: 

Please delete the paragraph on page , line to page , line and replace it with the 
following paragraph: 



Please delete Table 1 and replace it with the following table: 

Table 1 . 

Identification of the CDRs in the heavy chain (CDR-H regions) and in the light chain (CDR-L regions) 



CDR-H1 


Start 


Approx residue 26 (always 4 after a Cys) [Chothia / AbM definition]; 
Kabat definition starts 5 residues later 


Residues before 


always Cys-XXX-XXX-XXX 


Residues after 


always a Trp. Typically Trp-Val, but also, Trp-lle, Trp-Ala 


Length 


10 to 12 residues [AbM definition]; 

Chothia definition excludes the last 4 residues 


CDR-H2 


Start 


always 15 residues after the end of Kabat / AbM definition) of CDR- 
H1 


Residues before 


tvoicallv Leu-Glu-Tro-lle-Glv (SEQ ID NO: 37), but a number of 
variations 


Residues after 


Lys/Arg-Leu/lleA/al/Phe/Thr/Ala-Thr/Ser/lle/Ala 


Length 


Kabat definition 16 to 19 residues; 

AbM (and recent Chothia) definition ends 7 residues earlier 


CDR-H3 


Start 


always 33 residues after end of CDR-H2 (always 2 after a Cys) 


Residues before 


always Cys-XXX-XXX (typically Cys-Ala-Arg) 


Residues after 


always Trp-Gly-XXX-Gly 


Length 


3 to 25 residues 




CDR-L1 


Start i 


Approx residue 24 


Residue before i 


always a Cys 


Residue after < 

( 


always a Trp. Typically Trp-Tyr-GIn, but also, Trp-Leu-GIn, Trp-Phe- 
3ln, Trp-Tyr-Leu 


Length 


10 to 17 residues 




Start ! 


always 16 residues after the end of L1 


Residues before 


generally lle-Tyr, but also, Val-Tyr, lle-Lys, lle-Phe 
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Length 


always 7 residues (except Ntw (/tAd) wnicn nas a deletion 
in this region) 


Start 


always 16 residues after the end of L1 


CDR-L3 


Start 


always 33 residues after end of L2 (except NEW (7 FAB) which has 
the deletion at the end of CDR-L2) 


Residue before 


always Cys 


Residues after 


always Phe-Gly-XXX-Gly 


Length 


7 to 1 1 residues 



Please delete Table 2 and replace it with the following table: 



Table 2. The CDRs of the light chain of the CD3 specific antibody OKT3. 



CDRs of 
anti-CD3 


Amino acid sequence of 
humanized OKT3 


Amino acid sequence of humanized 
CD3 


L1 


SASSSVSYMN (SEQ ID NO: 38) 


RASSSVSYMN (SEQ ID No.:4) 


L2 


DTSKLAS (SEQ ID NO: 39) 


DTSKVAS (SEQ ID No.:6) 


L3 


QQWSSNPFT (SEQ ID NO: 40) 


QQWSSNPLT (SEQ ID No.:8) 
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